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Sample Preparation Protein Labeling

Add dye working solution

- P %‘ d Alexa Fluor 488 Chromeo P503
Labeling Dye | ) Protein sample i 1hr 10 min
{Alexa Fluor 488/ in labeling buffer - I bati I bati
Chromeo P503) U U (2 mg/ml) EERE S utlﬂn
R at RT at 60 C
o Sample Treatment o Sample Analysis

buffer
Dilute and Denature |S$SUS$SI ) Iiallm.* I

the labeled protein 100° C Smin
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21 32 AT
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1830 West 38th Avenue

Leprimo Foods

Denver, O 80211

usa

CERTIFICATE OF ANALYSIS

T BiOptic, Inc
(23141) 4F_, No.108-3
Minguan Rd., Xindian District.
MNew Taipeil City
Taiwan (R.O.C.)

Adtr: Ming-Jhy Hseu
Tel: +886-2-2218-8726#311
E-mail: mingjhy@bioptic com _tw

PRODUCT :: Whey Protein, Micellar Casein
Ship Date: 10/12/20182

Product Production CQuantity Protein TS PDB Fat Ash Ca [ Mg Na P
Description Date FPallet # Sent {g) (%) (26) (o) pH (o) (%) (mg¥e) (mg ) (mg2) | ( mg2%) | (mg%e)
Lactoferrin FI2E5/2018 A 10 85 21 S6.00 99 18 643 =0_1 025 318 078 0 33 &0 98 4 92
WPC B0 S/25/2018 | 66932024 45 78 38 S5 65 82 03 701 5 o4 3 B84 = = = = =
Micellar Casein 3/24/2018 | GD766671 4z 84 73 54 70 89 A7 6 82 149 7. 04 5224 00 | 268 80 | 101 00 56 83 138100
MNote: D
Mot for human consumption. For lab testing only.
155
52 a8
63
Free Dye
40
2.51 32
. W = 4
Lactoferrin (HL &k H )Jw !
a-Lactalbumin B-lactoglobulin )
: | WPC80 (FLiEHEE) %
= LI =
F o e e e,
. BenchMark™
-z.a1 <
/ G&B Casein Fluorescent
: ; E
Micellar Casein (% ) ,
= _7 k-Casein
e LC5928
-5 62
1 1 NuPAGE® 4-12%
2 1 32 Bis-Tris Gel w/MES
. 40 6 3 9 8 1 5 5 k D buffer visualized with
Prote|n |adder A,\__A‘_A_J\j\ A a UV ransiluminator
k /\ (2-sec exposure)
-8.32| i

3 4 =l & T
Migration time(min
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