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Sample Preparation Protein Labeling
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- - %‘ d Alexa Fluor 488 Chromeo P503
Labeling Dye i _ Protein sample F 1 hr

{Alexa Fluor 488/ in labeling buffer L
Chromeo P503) {2 mg/ml)

10 min

Incubation Incubation
at RT at60° C

o Sample Treatment o Sample Analysis

Dilution L i -ll‘ | M uAral
buffer Ss Usg h M A h
Dilute and Denature | S S I ) I-Iall—-. ; L

the labeled protein 100° C Smin

¢
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11 M.W. (kDa) 11 21 | 32 40 63 98 | 155
AVG |43.79 | 63.08 | 89.33 |103.74(143.21|184.87|243.78

21 32 AT
i (Protein-1s)| STDEV | 1.93 | 314 | 450 | 543 | 811 [11.03 | 1585
98
63 (sec) | cvise) | 240 | 298 | 500 | 524 | 566 | 597 | 650
1 155
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Run 20 X o 200 - .91
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Run 35 1 " = . o8 8888 8 8 s a ——63
' 50 1 p—————t——————  _,
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. %
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1gG [E;:]'} 18 | 3 |45 | 9 | 18 | a5 | o0

Free dye Peak area
(E+06)

00598 | 015 | 021 | 055 | 050 | 208 | 435

LLRE

Linearity test

LER: |

y = 46585x + 39535
R? = 0.9992

=qF

L

437
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Wans, R LR ]

Time: 732467 (sac.)

RFU

R ]

1 3.994 0.06 H
2 4.351 0.07
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4 4.536 0.01 L = ———— ——
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[ 2.407 0.06
7 6.127 0.14
2] 6.949 0.39
9 7.632 1.29
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11 8.114 94,52
HHL lgG dimer
12 10.623 2.68 9 12
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signal | Gel view|
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CERTIFICATE OF ANALYSIS

T BiOptic, Inc
(23141) 4F_, No.108-3

Lepril'"lo FOOdS rMinguan Rd._ , Xindian District.

1830 West 38th Avenue MNew Taipei Ciby
Denver, CO 80211 Taiwan (R.O.C.)
usa

Adtr: Ming-Jhy Hseu
Tel: +886-2-2218-8726#311
E-mail: mingjhy@bioptic com _tw

PRODUCT :: Whey Protein, Micellar Casein
Ship Date: 10/12/20182

Product Production Pallet # CQuantity Protein TS PDB H Fat Ash Ca [ Mg Na P
Descriptiocn Date Sent {g) (%) (%) (%) L () (%) (mg%e) (mg%) (mg%e) { mg%) (Mg %)
Lactoferrin 252018 NSA 10 95 21 96 .00 99._ 18 5. 43 =0_1 o225 3.18 .78 0.33 &0.986 A4 92
wWPC 80 /252018 55932024 45 Ta8.38 95 .55 82.03 T.01 524 3. 84 - - — — -
Micellar Casein 3I3/24/2018 50755671 42> 84 T3 94 FO 89 47 6.82 149 T 04 2224 00 258 80 101 00 5683 1361 .00
kDa
Note:

Mot for human consumption. For lab testing only.

155

52 98
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40
251 32
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| WPCS8DY ~ S
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Micellar Casein i ¢_Casein
~ / LC5928
o 11 21 32 98 NuP,_&GE"HZ%
i 40 63 155kDa e
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